The importance of strigolactone transport regulation for symbiotic signaling and shoot branching. by Borghi, L. et al.
REVIEW
The importance of strigolactone transport regulation
for symbiotic signaling and shoot branching
Lorenzo Borghi1 • Guo-Wei Liu1 • Aure´lia Emonet2 • Tobias Kretzschmar3 •
Enrico Martinoia1
Received: 1 October 2015 / Accepted: 15 March 2016 / Published online: 4 April 2016
 The Author(s) 2016. This article is published with open access at Springerlink.com
Abstract
Main conclusion This review presents the role of
strigolactone transport in regulating plant root and
shoot architecture, plant-fungal symbiosis and the
crosstalk with several phytohormone pathways. The
authors, based on their data and recently published
results, suggest that long-distance, as well local strigo-
lactone transport might occur in a cell-to-cell manner
rather than via the xylem stream.
Strigolactones (SLs) are recently characterized carotenoid-
derived phytohormones. They play multiple roles in plant
architecture and, once exuded from roots to soil, in plant-
rhizosphere interactions. Above ground SLs regulate plant
developmental processes, such as lateral bud outgrowth,
internode elongation and stem secondary growth. Below
ground, SLs are involved in lateral root initiation, main root
elongation and the establishment of the plant-fungal sym-
biosis known as mycorrhiza. Much has been discovered on
players and patterns of SL biosynthesis and signaling and
shown to be largely conserved among different plant spe-
cies, however little is known about SL distribution in plants
and its transport from the root to the soil. At present, the
only characterized SL transporters are the ABCG protein
PLEIOTROPIC DRUG RESISTANCE 1 from Petunia
axillaris (PDR1) and, in less detail, its close homologue
from Nicotiana tabacum PLEIOTROPIC DRUG RESIS-
TANCE 6 (PDR6). PDR1 is a plasma membrane-localized
SL cellular exporter, expressed in root cortex and shoot
axils. Its expression level is regulated by its own substrate,
but also by the phytohormone auxin, soil nutrient conditions
(mainly phosphate availability) and mycorrhization levels.
Hence, PDR1 integrates information from nutrient avail-
ability and hormonal signaling, thus synchronizing plant
growth with nutrient uptake. In this review we discuss the
effects of PDR1 de-regulation on plant development and
mycorrhization, the possible cross-talk between SLs and
other phytohormone transporters and finally the need for SL
transporters in different plant species.
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Abbreviations
ABC ATP binding cassette
BRC1 Branched 1
CKs Cytokinins
KARs Karrikins
MAX More axillary growth
PDR Pleiotropic drug resistance
SLs Strigolactones
Introduction
Strigolactones (SLs) are carotenoid derived phytohormones
involved in several plant developmental processes. Initially
discovered as germination stimulants for parasitic weeds
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(Cook et al. 1966), it is now established that SLs also
induce the initial steps of the plant-fungal symbiosis
mycorrhiza (Akiyama et al. 2005) and regulate plant root
and shoot architecture (reviewed in Al-Babili and Bouw-
meester 2015). SLs act as integrators of plant growth with
nutrient availability in soil: mainly low phosphate and/or
nitrogen conditions induce SL biosynthesis transport and
root-to-soil exudation from the starving plants (Yoneyama
et al. 2007; Lopez-Raez and Bouwmeester 2008; Foo et al.
2013). As consequence, increased SL concentrations inhi-
bit lateral bud outgrowth, induce lateral root initiation and
initiate root colonization by arbuscular mycorrhizal fungi.
The latter strategy enables the plant to increase nutrient
uptake by expanding the plant root system with the
extended fungal hyphal system.
The multiple roles and targets of SLs suggest that SL
biosynthesis and transport are strongly interconnected and
are fine-tuned at multiple levels, to enable swift and
appropriate response to diverse inner and outer stimuli. SL
biosynthesis has been extensively investigated in different
plant species (reviewed in Lopez-Obando et al. 2015).
These investigations showed that SLs are synthetized by
shared players: one iron containing protein (DWARF27)
expressed in the root and shoot vasculature (Lin et al. 2009;
Waters et al. 2012), two CAROTENOID CLEAVAGE
DIOXYGENASE/MORE AXILLARY GROWTH (CCD7/
MAX3 and CCD8/MAX4) expressed in roots and shoots
(Sorefan et al. 2003; Booker et al. 2005) and finally a plant-
species specific number of cytochrome P450 monoxyge-
nases (MAX1 and MAX1-like), expressed in root and shoot
vasculatures (Challis et al. 2013; Zhang et al. 2014b).
Although the players involved in SL biosynthesis are
conserved, their activities can greatly vary between plant
species. For example, canonical SLs such as orobanchol
and deoxystrigol were characterized as main regulators of
plant development and root-to-soil interactions in Oryza
sativa (Xie et al. 2013), Petunia hybrida (Kretzschmar
et al. 2012) and Solanum lycopersicum (Lopez-Raez et al.
2008). A different situation is present in Arabidopsis,
where acid derivatives of carlactone, a biologically active
SL precursor, were reported to be present in the xylem and
able to inhibit shoot lateral branching (Abe et al. 2014;
Seto et al. 2014). Also, the expression pattern of the several
enzymes involved in SL biosynthesis is not yet fully
characterized except for Arabidopsis (Sorefan et al. 2003;
Booker et al. 2004, 2005; Shen et al. 2007). Grafting
experiments revealed that SLs are synthetized in both plant
shoots and roots (Domagalska and Leyser 2011). Never-
theless, wild-type root stocks are able to complement SL
biosynthesis mutant scions, thus suggesting that a long
distance transport of SL from the root to the shoot happens,
possibly to integrate the regulation of shoot growth with
the nutrient availability perceived by the root.
SL signaling is also conserved among different plant
species. The heterodimeric receptor for SL consists of the
F-Box protein MAX2 and the alpha/beta hydrolase
DWARF14 (D14). D14 hydrolyzes the SL molecule at the
enol-ether bond, between the SL tricyclic lactone (ABC
ring) and the butenolide moiety (D ring). SL signal trans-
duction is then carried on by the D14-D ring complex,
which promotes the ubiquitination and subsequent prote-
olysis of DWARF53 (D53), suggesting that D53 is a
repressor of SL signaling. D53 interacts in vitro with
TOPLESS (TPL) and TPL-related co-repressors (Jiang
et al. 2013; Zhou et al. 2013), which possibly regulate
downstream transcription factors such as FINE CULM1/
BRANCHED1 (FC1/BRC1) (Minakuchi et al. 2010; Braun
et al. 2012), involved in SL-induced repression of lateral
bud outgrowth. Interestingly, the D14-D ring complex
targets also the gibberellin SIGNALING REPRESSOR 1
(SLR1) (Nakamura et al. 2013), and the brassinosteroid
signaling factors BRASSINOSTEROID INSENSITIVE EMS
SUPPRESSOR 1 (BES1) and BRASSINAZOLE 1 (BZR1)
(Wang et al. 2013) supporting the existence of crosstalk
between SL, gibberellin and brassinosteroid signaling
pathways.
MAX2 can also form a heterodimeric receptor with the
D14 paralogue KARRIKIN INSENSITIVE 2 (KAI2). This
receptor is capable of detecting karrikins (KARs), bioactive
components from smoke that are stimulants for germina-
tion (Flematti et al. 2004, 2009; van Staden et al. 2004),
and a yet unknown hypothesized KAI2 plant endogenous
ligand (KL) (Conn and Nelson 2016). Although KARs (and
possibly KL) and SLs have different effects on plant
development, they share MAX2 and they are assumed to
start a similar downstream cascade of events: KARs reg-
ulate specific aspects of plant development such as seed
germination, seedling growth and leaf development
(Stanga et al. 2013; Bennett and Leyser 2014; Soundappan
et al. 2015). Interestingly, MAX2 (and therefore possibly
both KARs and SLs signaling pathways) is downregulated
by sucrose (Barbier et al. 2015), thus suggesting a sucrose-
KARs-SLs network in control of plant development.
Despite their importance, still little is known about the
pathways involved in SL transport within the plant and
from the root to the soil, as well as about their regulation
and synchronization with SL biosynthesis and soil nutrient
availability. Up to date the only characterized SL trans-
porter is the ATP BINDING CASSETTE (ABC) protein
PDR1 from petunia (Kretzschmar et al. 2012). Its putative
ortholog in Nicotiana tabacum PDR6 (Xie et al. 2015a)
indicates that SL transporters are conserved in Solanaceae,
while in Arabidopsis thaliana the sequence homologue
AtABCG40 is a reported abscisic acid (ABA) transporter
(Kang et al. 2010). The G-type ABC (PDR) transporters are
known to play an important role in phytohormone
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transport, such as for cytokinins (CKs), ABA, auxin
derivatives like indole butyric acid (IBA) and SLs (re-
viewed in Borghi et al. 2015). However, sequence
homology between ABCG proteins is not as informative
about the transported substrate, like in the above mentioned
Arabidopsis/petunia case. Also, the high duplication levels
of PDR1 homologues make the isolation and characteri-
zation of new SL transporters in plant species other than
petunia not easy. Last but not least, among the few known
SL targets there are transporters of the phytohormone
auxin, such as PIN-FORMED1 and PIN-FORMED2 (PIN1
and PIN2) (reviewed in Adamowski and Friml 2015). PIN1
was reported to be quickly depleted from the plasma
membrane by SL exogenous applications (Shinohara et al.
2013), while PIN2 localization in the plasma membrane
and its endocytic recycling was shown to be regulated by
SL affecting the cytoskeleton dynamics (Pandya-Kumar
et al. 2014). Therefore, especially reverse genetic approa-
ches to isolate new SL transporters are hindered by the
difficulty to analyze phenotypes due to SL crosstalk with
auxin transporters.
In this review the state-of-the-art of SL transport in roots
and shoots is reported, with focus on the need for SL
transporters to regulate the distribution and tissue-specific
fine-tuning of this phytohormone. Furthermore new PDR1
homologue candidates to expand the investigation of SL
transport in new plant species are proposed.
Transport of SL in roots
A first indirect indication that SLs are exported from the
root to the soil was provided by the observation that SLs
induce the germination of parasitic weeds (Cook et al.
1966; Matusova et al. 2005). The further discovery that
hyphal branching of arbuscular mycorrhizal fungi (AMF) is
induced by SLs suggested that SL export from roots is a
vital process for the plant to compete in environments with
sparingly available phosphate resources (Akiyama et al.
2005). Grafting experiments, gene expression patterns and
localization experiments have shown that SL biosynthesis
occurs in roots as well as in shoot tissues such as stem and
fruits (Domagalska and Leyser 2011; Lopez-Obando et al.
2015). However, these experiments also provided evidence
that roots from wild type plants could supply SLs—or a SL
precursor, as max1 mutant root stocks can still recover
max3 or max4 mutant scions (Booker et al. 2005)—to the
shoot, implying root-to-shoot directed transport. Such
shoot-ward SL transport might be necessary to equilibrate
SL levels between the shoot and the root in order that the
whole plant architecture synchronizes its growth depending
on nutrient conditions, e.g., low phosphate, which inhibits
shoot lateral bud outgrowth while concomitantly inducing
lateral root development. In summary, these observations
indicated that SL transport within the root occurs in two
directions, from the root to the soil to induce hyphal
branching and promote mycorrhization as well as from the
root to the shoot to sustain SL-mediated processes in the
aerial part of the plant. Using a targeted approach Kret-
zschmar and colleagues (Kretzschmar et al. 2012) identi-
fied PDR1 in roots of petunia. Evidence that PDR1 is
indeed a SL transporter came from the observations that
pdr1 mutant plants excreted only minor amounts of SLs
and consequently were mycorrhized much less efficiently
than wild type. The mycorrhization levels of pdr1 mutants
are nearly as low as in the SL biosynthesis mutant de-
creased apical dominance 1 (dad1), thus suggesting that
PDR1 is the main player in SL root exudation. Further-
more, Arabidopsis plants overexpressing PDR1 became
tolerant against high SL concentrations in the growth
medium, suggesting that their capacity to excrete SLs was
strongly increased.
In this first report PDR1 was shown to be localized in
the root tip and in hypodermal passage cells via
pPDR1::GUS. Hypodermal passage cells (HPCs) are non-
suberized cells located in the hypodermis that serve as
entry points for the mycorrhizal fungus: their distribution
along the root affects mycorrhization success (Sharda and
Koide 2008). In subsequent experiments Sasse and col-
leagues (Sasse et al. 2015) analyzed the localization of the
protein fusion GFP-PDR1 to get a more detailed expression
pattern and/or subcellular localization of PDR1. The
authors could show that PDR1 co-localizes with CCD8/
DECREASED APICAL DOMINANCE 1 (DAD1) in the
root tip, where in Arabidopsis thaliana CCD8/MAX4 was
also detected (Sorefan et al. 2003). Interestingly, PDR1
was asymmetrically localized in the plasma membrane of
root-tip cortical cells, and co-localized with the auxin
efflux facilitator PIN2 in the cortex cells that expressed
both transporters. PIN2 is apically localized in the cells of
this root region: previous investigations on auxin transport
showed that the apical localization of PIN2 in epidermis
and cortex is responsible for a shoot-ward, polar transport
of the hormone auxin from the root apex upwards (Wis-
niewska et al. 2006). Based on PDR1 and PIN2 co-local-
ization in the root tip cortex cells, the authors suggested
that the function of PDR1 in the root tip is loading the
synthesized SL into the apoplast of basal tissues, i.e., either
the vasculature or the root cortex (Fig. 1a). pdr1 mutants
are indeed more prone to the accumulation of exogenously
applied GR24 (a synthetic SL) in the root tip and show
alterations in root tip homeostasis, such as cell division.
Furthermore, the strong down-regulation of CDD8/DAD1
observed in pdr1 root tips indicates that SL biosynthesis is
feedback regulated by its own substrate. Such negative
feedback might be also useful to avoid SL accumulation in
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the root tip that could be detrimental by inducing hyphal
branching of mycorrhizal fungi towards the wrong root
side: root tips have no suberized hypodermis and poten-
tially SL could diffuse out of the root tip in the rhizosphere,
thus inducing hyphal branching and penetration in the
dividing root meristem. Additionally, PDR1 protein levels
are increased by exogenous GR24 treatments: such obser-
vation is in line with the need for the root tip to remove SLs
accumulating close to the root meristem. Interestingly,
GR24 not only increases PDR1 protein amounts but also
expands PDR1 protein pattern to deeper cortical layers
(Fig. 1b): it is still unclear whether GR24 just induces
PDR1 expression levels or also increases the stability of
PDR1 protein. Besides the root tip, the PDR1 promoter
(pPDR1) is furthermore active in cortical cells along the
vasculature, but excluded from the stele. In this differen-
tiated region of the root, HPCs are present. Analysis of its
sub-cellular localization revealed PDR1 to be confined to
the outer-lateral plasma membrane of HPCs, consistent
with its role in exuding SLs towards the rhizosphere to
facilitate mycorrhization (Fig. 1c). These results show that
within the same organ PDR1 exhibits a dual polar local-
ization. A missing link, however, is how shoot-ward
transported SLs are delivered to HPCs.
The observation that PDR1 exhibits an asymmetrical
localization in petunia root tips indicates that at least in this
region of the root active cell-to-cell transport occurs. It is
therefore important to identify in the future the trans-
porter(s) responsible for cellular uptake of SL in order to
understand the entire cell-to-cell flux of SL. An active cell-
to-cell transport hypothesis is supported by recent work
using fluorescent-tagged SL (Fridlender et al. 2015). The
authors showed that after disrupting ATP-dependent
processes SL influx increased while SL efflux decreased,
suggesting that SL importer(s) and exporter(s) are involved
in the regulation of SL cell-to-cell flux.
Interestingly, Arabidopsis plants expressing the pPDR1
fusion with YFP do not show any signal in vascular cells,
where pPIN1::RFP is visible (Fig. 2a–f), an observation
that is also made for the protein fusion GFP-PDR1 in
Petunia (Sasse et al. 2015). These results support the
hypothesis that in petunia SL transport might occur via
PDR1 in root cortical layers, and not or not only via the
xylem, as initially suggested for Arabidopsis and Solanum
lycopersicum but then supported only for the latter (An-
dreo-Jimenez et al. 2015). Our analyses, focusing on
PDR1 overexpression (PDR1 OE) in Arabidopsis, showed
that PDR1 can transport and exude radiolabeled GR24
even in a plant species that is not related to petunia.
However, we did not observe PDR1 OE effects on Ara-
bidopsis plant architecture (Fig. 2g). By contrast, a clear
phenotype was observed in petunia lines overexpressing
PDR1 (Sasse et al. 2015), suggesting that PDR1 specifi-
cally transports orobanchol (the most abundant SL in
petunia), GR24 and possibly other SL derivatives, but not
carlactone or methyl carlactone, the most abundant SL-
like bioactive molecules in Arabidopsis (Abe et al. 2014).
The fact that no shoot branching phenotype or other SL-
related phenotypes have been identified in a large screen
of Arabidopsis ABCG transporter mutants (unpublished
data) could indicate that carlactone or methyl carlactone
are transported by multiple and redundant ABC trans-
porters or by other transporters not related to ABC
transporters, making the reverse genetic approach less
effective. For abscisic acid it has been shown that, besides
ABCG transporters, NITRATE TRANSPORTERS
Fig. 1 Routes of SL transport based on pPDR1::GUS activity and
GFP-PDR1 detection. Dashed red arrows represent possible SL
routes based on SL detection in the xylem sap of tomato (Kohlen et al.
2012). a pPDR1::GUS is expressed in the root tip but absent from
lateral root cap (LRC) and epidermis (EPI, unpublished data). PDR1
protein is apically localized in the hypodermal cells (HYPO). b After
GR24 treatment, PDR1 protein is also present in the deeper cortex
layers (CX) of the root tip, but not visible in the endodermis or stele
(ENDO and ST). c Above the root tip, pPDR1::GUS is present in
hypodermal passage cells (HPCs). In HPCs, PDR1 is outer-laterally
localized. PDR1 protein levels are boosted in HPC by GR24
treatments (b). d pPDR1::GUS is expressed in cells subtending the
shoot lateral axils, close but excluded from the dormant lateral bud
(LB)
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(NRTs) and MULTI MICROBIAL EXTRUSION PRO-
TEINS (MATEs) can catalyze the transfer through
membranes (Boursiac et al. 2013).
PDR1 was unexpectedly found to be upregulated after
mycorrhization (Kretzschmar et al. 2012), when SL exu-
dation was reported to be reduced (Lendzemo et al. 2007).
However, expression analyses showed that at this stage the
transporter was still induced within the root cortex. We
therefore suggest that SL transport regulation might exhibit
also a guidance function in the already colonized root, via
induction of intraradical hyphal branching after initial
mycorrhiza establishment. In support of this hypothesis,
intraradical hyphae and arbuscules were reported to be
induced in dad1 mutants, but not in WT plants, after GR24
treatments (Breuillin et al. 2010), while the number of
established contacts with the roots (hyphopodia) was not
altered by this treatment. Similar investigations are nec-
essary on pdr1 mutants to test if exogenous GR24 is as
effective as in dad1 for recovering the mutant, or if the SL
transport and/or distribution via PDR1 are necessary for the
intra-root hyphal elongation.
Although SL transport in petunia seems to rely largely
on PDR1 there might be multiple, additional SL trans-
porters in other plant species. Promising SL transporter
candidates should demonstrate induction by low nutrient
conditions and/or exogenous GR24 and should be located
in the plasma membrane of root cells. A variety of SL
transporters is possibly required for the allocation of
specific amounts of different SLs in plants like Oryza
sativa, where precise SL blends were shown to either
affect AMF hyphal branching or parasitic weed germi-
nation (Jamil et al. 2011). By contrast, specific SLs are
reported to stimulate AMF hyphal branching, while some
others induced germination of parasitic weeds (Akiyama
et al. 2010). At the moment PDR1 is the only character-
ized SL transporter: it will be important to identify its
main substrate and its orthologs from other species to
better understand how plants can organize hormonal sig-
naling that can be either benign or detrimental to plant
growth.
Transport of SL in shoots
Previous grafting experiments in Arabidopsis with wild-
type plants and different max (SL-deficient) mutants not
only showed that SLs and/or SL precursors are transported
from the root to the shoot but also demonstrated that shoot-
synthesized SLs are sufficient to support above ground SL
functions, when no SL is translocated shoot-wards (Do-
Fig. 2 a–f pPDR1::nls-YFP (a, d) and pPIN1::nls-RFP (b, e) nuclear
localized signals (nls) and merged (c, f) in Arabidopsis root cortex: a–
c cortical view, d–f vasculature view. pPDR1 is active in cells
surrounding the pPIN1 domain and outside of the stele. g Col-0 (wild
type); DR5::GUS and PDR1 OE; DR5::GUS Arabidopsis roots do not
show significant morphological/GUS pattern differences, e.g., for
main root length, lateral root primordia formation and lateral root
number (number of lines analyzed = 12; seedlings screened per
line = 5; cm centimeters; n number). h Expression levels of PDR1
compared to PaPDR4 and Petunia inflata PDR4 (PiPDR4) ± ex-
ogenous GR24 treatment (± s.e.m. of 3 biological replicates). Scale
bars = 50 lm
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magalska and Leyser 2011). However, to date little is
known about SL transport within the shoot and so far it is
unclear whether it occurs only over short- or also across
long-distance, i.e., only from lateral axils to dormant buds
or, e.g., also between internodes.
In the shoot PDR1 has been localized close to lateral
axils (Fig. 1d), while it is absent in dormant buds (Kret-
zschmar et al. 2012). Both pdr1 and the Nicotiana tabacum
pdr6 mutant, the latter deficient in the PDR1 homolog
NtPDR6, lose control over shoot lateral branching inhibi-
tion and show earlier bud outgrowth compared to the
corresponding wild type. As expected, plants overex-
pressing PDR1 are impaired in bud outgrowth, suggesting
that ectopic SL transport towards the axillary buds is suf-
ficient to delay shoot lateral development (Sasse et al.
2015). However, as SL biosynthesis also occurs close to
lateral buds (Umehara et al. 2008; Mashiguchi et al. 2009),
it is not clear yet whether PDR1-related branching phe-
notypes are caused by deregulated root-to-shoot SL trans-
port or by local feedback regulation of SL biosynthesis.
In shoots like in roots, SL biosynthetic tissues are spread
along the vasculature or localized in specific organs. MAX1
and CCD8/MAX4 are expressed in vascular and aerial parts
of Arabidopsis (Bainbridge et al. 2005; Mashiguchi et al.
2009). The tomato MAX3-homolog SlCCD7 was detected
in stems but also in immature tomato fruits (Vogel et al.
2010). These expression patterns support the hypothesis
that there might be two different routes of SL transport in
the shoot: one to distribute locally synthetized SL to
adjacent tissues (e.g., from axils to buds) and one to
transport SL across a long distance, possibly via the vas-
culature, for instance to regulate leaf senescence (Yamada
et al. 2014; Ueda and Kusaba 2015). A detailed site-map of
SL synthesis, transport and transporters is still necessary to
support this hypothesis. Orobanchol and two additional SL-
like compounds were previously detected in the xylem sap
of Arabidopsis and they were suggested to regulate shoot
architecture responses under phosphate-limiting conditions
(Kohlen et al. 2011). Later research showed, however, that
the main players in Arabidopsis shoot lateral branching
inhibition are not canonical SLs but the carlactone methyl
ester derivative of carlactonic acid. Besides, no SLs were
detected in Arabidopsis xylem sap (Abe et al. 2014; Seto
et al. 2014; Xie et al. 2015b). Nevertheless, old and recent
grafting studies with wild type and SL-like biosynthesis
mutants (max1, max3, and max4) plants showed that wild
type root stocks can suppress the branching phenotype of
mutant scions, indicating that also SL precursors like
methyl carlactone can be transported from roots to shoots
(Sorefan et al. 2003; Teichmann and Muhr 2015).
SLs are involved in the regulation of different plant
developmental processes, often in cross-talk with other
phytohormones such as auxins (Al-Babili and Bouwmeester
2015). Two models have been proposed to account for the
regulation of shoot lateral branching operated by auxins and
SLs. First, experimental evidence supports that SL dampens
polar auxin transport in the main stem, suggesting that SLs
can influence bud outgrowth by down-regulating the auxin
efflux facilitator PIN1 in the plasma membrane, hence
inhibiting auxin canalization out of dormant buds (Shino-
hara et al. 2013). The second model proposes local action of
SLs as second messengers of auxin transported into buds,
where they induce the expression of the TCP-family tran-
scription factor BRC1, an inhibitor of bud outgrowth (Braun
et al. 2012; Dun et al. 2013; Lauressergues et al. 2015). The
mechanisms behind these divergent or co-existing views
have not been fully elucidated, and investigations on auxin
and SL transport fluxes and patterns are still ongoing. Pre-
vious studies in petunia and Pisum sativum showed that
both the SL transporter PDR1 and the SL biosynthesis genes
CCD7/RAMOSUS5 (RMS5) and CCD8/RAMOSUS1
(RMS1) are upregulated by auxin (Hayward et al. 2009;
Kretzschmar et al. 2012). If auxins induce SL transport and
synthesis but on the other side SL inhibits auxin transport,
we have to hypothesize that additional regulatory signals
are necessary to inhibit SL transport or boost auxin transport
to maintain auxin canalization out of the dormant bud.
Recently, Mason and colleagues (Mason et al. 2014)
demonstrated that plants regulate axillary bud outgrowth by
controlling the amount of sugar translocated to the shoot
axils. Therefore, sucrose transport likely is part of the reg-
ulation of lateral bud outgrowth, which is supported by
recent findings for Sorghum bicolor (Kebrom and Brutnell
2015). Sucrose was shown to induce the expression of the
auxin efflux carrier gene PIN1 in Rosa hybrida and
pPIN:PIN1-GFP fluorescence abundance in the plasma
membrane of Solanum lycopersicum (Barbier et al. 2015).
Hence, sucrose seems to be the primary regulator of lateral
bud outgrowth, providing carbon and inducing auxin
transport and canalization. Apart from this, the direct targets
and downstream pathways of sucrose signaling that affect
bud release have not been fully elucidated. Exogenous
applied sucrose promotes bud outgrowth in non-decapitated
plants and down-regulates BRC1 expression within the first
2 h of incubation in Pisum sativum (Mason et al. 2014).
MAX2 was recently shown to be downregulated by sucrose
in Rosa hybrida (Barbier et al. 2015). Ongoing studies
might reveal if SL transport and/or biosynthesis are further
targets of sucrose signaling and therefore play a sugar-de-
pendent role on bud growth release.
In Pisum sativum, CKs and SLs were reported, respec-
tively, to negatively and positively regulate the expression
of PsBRC1 in dormant buds (Braun et al. 2012). As long as
PsBRC1 expression levels are high, bud outgrowth is
abolished. It has been suggested that both SLs and CKs
regulate PsBRC1 transcript levels through the signaling
1356 Planta (2016) 243:1351–1360
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perceived by the SL receptor MAX2/D14 (Janssen et al.
2014). Besides this signaling crosstalk, little is known about
possible feedback regulations between transporters of CKs
and SLs. The CK transporter ABCG14 was described as
being essential for root to shoot translocation of trans-
Zeatin (tZ)-cytokinins (Ko et al. 2014; Zhang et al. 2014a),
but its expression pattern in buds or internodes is not yet
known. Recently, gibberellins (GA) were also reported to
interact with SL signaling and to regulate shoot branching
in rice and Jatropha curcas (Nakamura et al. 2013; Ni et al.
2015). However, at present the knowledge on GA trans-
porters is restricted to flower organs (Saito et al. 2015).
Likewise, brassinosteroids were found to be involved in the
SL-mediated regulation of shoot branching through the
brassinosteroid signaling suppressors BES1 (Wang et al.
2013; Waldie et al. 2014). Nevertheless, the mechanisms
underlying brassinosteroid transport are still unknown.
The need for SL transporters
Up to now, SL transporters have been isolated only from
Solanaceae: PDR1 from petunia (Kretzschmar et al. 2012)
and a very close homolog, PDR6 from Nicotiana tabacum
(Xie et al. 2015a). For the latter, transport experiments
have not been carried out, however, similar to PDR1,
NtPDR6 regulates shoot lateral branching and is expressed
in root tips, root cortex cells and shoot lateral axils. At
present, no SL transporter has been isolated from mono-
cotyledonous species or in the model plant Arabidopsis,
where the closest sequence homolog of PDR1 is the ABA
transporter AtABCG40 (Kang et al. 2010).
When carrying out PDR1 phylogeny analyses on mono-
and di-cotyledons to identify SL transporters in other plant
families, possible duplication events for PDR1 homologues
in Solanum lycopersicum, Medicago truncatula, Vitis vini-
fera, Oryza sativa, Sorghum bicolor, Zea mays and Nico-
tiana benthamiana were detected (Fig. 3). In Petunia
axillaris PLEIOTROPIC DRUG RESISTANCE 4 (PDR4)
is the closest homolog to PDR1. PDR4, however, is not
strongly expressed in roots and not induced by GR24
(Fig. 3h), and hence is unlikely to contribute significantly to
SL transport. Thus, sequence homologies within ABCG
coding sequences are not a reliable indicator for identifying
the transporter’s substrates. Duplications might also be
present in monocots such as Oryza sativa, Sorghum bicolor
and Zea mays (Fig. 3). Therefore, the generation of loss-of-
function lines for single and multiple genes is necessary. A
possible interesting case seems to be Lotus japonicus, where
only a single PDR1 homolog is present, making this plant
attractive for studies on SL transport. However, the lotus
genome is at present only 67 % sequenced and hence fur-
ther homologs may be present in the yet unsequenced part.
Conclusion
The recent investigations on PDR1 showed that not only
biosynthesis and signal reception, but also transport of the
phytohormone SL plays a main role in regulation of plant
development and plant-fungal symbiosis. Although no
Fig. 3 Phylogenetic tree of PDR1 protein sequence homologs of
Petunia axillaris (Pa), Nicotiana tabacum (Nt), Nicotiana benthami-
ana (Nb), Solanum lycopersicum (Sl), Medicago truncatula (Mt),
Lotus japonicas (Lj), Vitis vinifera (Vv), Oryza sativa (Os), Sorghum
bicolor (Sb), Arabidopsis thaliana (At) and Zea mays (Zm). Not yet
investigated, closely related sequences in the same plant species
might be representatives of effective gene duplications or not yet
complete genome curation. PaPDR1 and petunia homologs are red
squared; the PaPDR1 clade is highlighted in green. Phylogenetic tree
(bootstraps: 100) created via Phylogeny.fr (Dereeper et al. 2008)
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PDR1 ortholog was characterized out of Solanaceae yet,
the need for a SL transporter is probably widespread
among different plant species. It was recently shown that
no SLs were detected in the xylem sap of Solanum
lycopersicum, Oryza sativa, Nicotiana tabacum, Sorghum
bicolor and Arabidopsis thaliana (Xie et al. 2015b).
Additionally, the authors showed that exogenous SLs
added to the plant root reached the shoot only 20 h after
treatment, thus suggesting active cell-to-cell routes of SL
transport alternative to the faster xylem sap stream. The
role of the SL cellular-exporter PDR1 in regulating this
cell-to-cell transport and the search for SL cellular-im-
porters are at the moment under investigation. The isola-
tion of PDR1 orthologs in crops and staple food species to
study SL transport and its effects on plant development will
still take quite some time due to gene redundancy. As
several traits induced by mis-expression of PDR1 and
consequent mis-targeted SL transport are of agricultural
interest, e.g., changes in shoot architecture and enhanced
nutrient uptake via mycorrhiza induction, the expression of
PDR1 in distantly related plant species could be an initial
strategy to estimate the positive and negative effects on
plant development and biomass production of enhanced SL
transport.
Author contribution statement LB, GL and EM con-
ceived and designed research. LB, AE and TK conducted
experiments. LB, GL and EM wrote the manuscript. All
authors read and approved the manuscript.
Acknowledgments We would like to thank Prof. Stefan Ho¨rten-
steiner and Christian Gu¨beli (Institute of Plant and Microbial Biol-
ogy, University of Zurich, Switzerland) for text correction and
review. This article is based upon work from COST Action (FA1206),
supported by COST (European Cooperation in Science and Tech-
nology). The work of the authors cited in this article is supported by
the University of Zurich and by the Swiss National Science
Foundation.
Open Access This article is distributed under the terms of the
Creative Commons Attribution 4.0 International License (http://crea
tivecommons.org/licenses/by/4.0/), which permits unrestricted use,
distribution, and reproduction in any medium, provided you give
appropriate credit to the original author(s) and the source, provide a
link to the Creative Commons license, and indicate if changes were
made.
References
Abe S, Sado A, Tanaka K, Kisugi T, Asami K, Ota S, Kim HI,
Yoneyama K, Xie X, Ohnishi T, Seto Y, Yamaguchi S, Akiyama
K, Nomura T (2014) Carlactone is converted to carlactonoic acid
by MAX1 in Arabidopsis and its methyl ester can directly
interact with AtD14 in vitro. Proc Natl Acad Sci USA
111:18084–18089
Adamowski M, Friml J (2015) PIN-dependent auxin transport: action,
regulation, and evolution. Plant Cell 27:20–32
Akiyama K, Matsuzaki K, Hayashi H (2005) Plant sesquiterpenes
induce hyphal branching in arbuscular mycorrhizal fungi. Nature
435:824–827
Akiyama K, Ogasawara S, Ito S, Hayashi H (2010) Structural
requirements of strigolactones for hyphal branching in AM
fungi. Plant Cell Physiol 51:1104–1117
Al-Babili S, Bouwmeester HJ (2015) Strigolactones, a novel
carotenoid-derived plant hormone. Annu Rev Plant Biol
66:161–186
Andreo-Jimenez B, Ruyter-Spira C, Bouwmeester HJ, Lopez-Raez JA
(2015) Ecological relevance of strigolactones in nutrient uptake
and other abiotic stresses, and in plant-microbe interactions
below-ground. Plant Soil 349:1–19
Bainbridge K, Sorefan K, Ward S, Leyser O (2005) Hormonally
controlled expression of the Arabidopsis MAX4 shoot branching
regulatory gene. Plant J 44:569–580
Barbier F, Pe´ron T, Lecerf M, Perez-Garcia MD, Barrie`re Q, Rolcˇı´k J,
Boutet-Mercey S, Citerne S, Lemoine R, Porcheron B, Roman
H, Leduc N, Le Gourrierec J, Bertheloot J, Sakr S (2015)
Sucrose is an early modulator of the key hormonal mechanisms
controlling bud outgrowth in Rosa hybrida. J Exp Bot
66:2569–2582
Bennett T, Leyser O (2014) Strigolactone signalling: standing on the
shoulders of DWARFs. Curr Opin Plant Biol 22:7–13
Booker J, Auldridge M, Wills S, McCarty D, Klee H, Leyser O (2004)
MAX3/CCD7 is a carotenoid cleavage dioxygenase required for
the synthesis of a novel plant signaling molecule. Curr Biol
14:1232–1238
Booker J, Sieberer T, Wright W, Williamson L, Willett B, Stirnberg
P, Turnbull C, Srinivasan M, Goddard P, Leyser O (2005) MAX1
encodes a cytochrome P450 family member that acts down-
stream of MAX3/4 to produce a carotenoid-derived branch-
inhibiting hormone. Dev Cell 8:443–449
Borghi L, Kang J, Ko D, Lee Y, Martinoia E (2015) The role of
ABCG-type ABC transporters in phytohormone transport.
Biochem Soc T 43:924–930
Boursiac Y, Leran S, Corratge-Faillie C, Gojon A, Krouk G, Lacombe
B (2013) ABA transport and transporters. Trends Plant Sci
18:325–333
Braun N, de Saint Germain A, Pillot JP, Boutet-Mercey S, Dalmais
M, Antoniadi I, Li X, Maia-Grondard A, Le Signor C, Bouteiller
N, Luo D, Bendahmane A, Turnbull C, Rameau C (2012) The
pea TCP transcription factor PsBRC1 acts downstream of
strigolactones to control shoot branching. Plant Physiol
158:225–238
Breuillin F, Schramm J, Hajirezaei M, Ahkami A, Favre P, Druege U,
Hause B, Bucher M, Kretzschmar T, Bossolini E, Kuhlemeier C,
Martinoia E, Franken P, Scholz U, Reinhardt D (2010)
Phosphate systemically inhibits development of arbuscular
mycorrhiza in Petunia hybrida and represses genes involved in
mycorrhizal functioning. Plant J 64:1002–1017
Challis RJ, Hepworth J, Mouchel C, Waites R, Leyser O (2013) A
role for MORE AXILLARY GROWTH1 (MAX1) in evolutionary
diversity in strigolactone signaling upstream of MAX2. Plant
Physiol 161:1885–1902
Conn CE, Nelson DC (2016) Evidence that KARRIKIN-INSENSI-
TIVE2 (KAI2) receptors may perceive an unknown signal that is
not karrikin or strigolactone. Front Plant Sci 6:1219. doi:10.
3389/fpls.2015.01219
Cook CE, Whichard LP, Turner B, Wall ME, Egley GH (1966)
Germination of witchweed (Striga lutea Lour.): isolation and
properties of a potent stimulant. Science 154:1189–1190
Dereeper A, Guignon V, Blanc G, Audic S, Buffet S, Chevenet F,
Dufayard JF, Guindon S, Lefort V, Lescot M, Claverie JM,
Gascuel O (2008) Phylogeny.fr: robust phylogenetic analysis for
the non-specialist. Nucl Acids Res 36:W465–W469
1358 Planta (2016) 243:1351–1360
123
Domagalska MA, Leyser O (2011) Signal integration in the control of
shoot branching. Nat Rev Mol Cell Biol 12:211–221
Dun EA, de Saint Germain A, Rameau C, Beveridge CA (2013)
Dynamics of strigolactone function and shoot branching
responses in Pisum sativum. Mol Plant 6:128–140
Flematti GR, Ghisalberti EL, Dixon KW, Trengove RD (2004) A
compound from smoke that promotes seed germination. Science
305:977
Flematti GR, Ghisalberti EL, Dixon KW, Trengove RD (2009)
Identification of alkyl substituted 2H-furo[2,3-c]pyran-2-ones as
germination stimulants present in smoke. J Agric Food Chem
57:9475–9480
Foo E, Yoneyama K, Hugill CJ, Quittenden LJ, Reid JB (2013)
Strigolactones and the regulation of pea symbioses in response to
nitrate and phosphate deficiency. Mol Plant 6:76–87
Fridlender M, Lace B, Wininger S, Dam A, Kumari P, Belausov E,
Tsemach H, Kapulnik Y, Prandi C, Koltai H (2015) Influx and
efflux of strigolactones are actively regulated and involve the
cell-trafficking system. Mol Plant 8:1809–1812
Hayward A, Stirnberg P, Beveridge C, Leyser O (2009) Interactions
between auxin and strigolactone in shoot branching control.
Plant Physiol 151:400–412
Jamil M, Rodenburg J, Charnikhova T, Bouwmeester HJ (2011) Pre-
attachment Striga hermonthica resistance of New Rice for Africa
(NERICA) cultivars based on low strigolactone production. New
Phytol 192:964–975
Janssen BJ, Drummond RS, Snowden KC (2014) Regulation of
axillary shoot development. Curr Opin Plant Biol 17:28–35
Jiang L, Liu X, Xiong G, Liu H, Chen F, Wang L, Meng X, Liu G, Yu
H, Yuan Y, Yi W, Zhao L, Ma H, He Y, Wu Z, Melcher K, Qian
Q, Xu HE, Wang Y, Li J (2013) DWARF 53 acts as a repressor
of strigolactone signalling in rice. Nature 504:401–405
Kang J, Hwang JU, Lee M, Kim YY, Assmann SM, Martinoia E, Lee
Y (2010) PDR-type ABC transporter mediates cellular uptake of
the phytohormone abscisic acid. Proc Natl Acad Sci USA
107:2355–2360
Kebrom TH, Brutnell TP (2015) Tillering in the sugary1 sweetcorn
inbred is maintained by overriding the teosinte branched1
repressive signal. Plant Signal Behav 10:e1078954
Ko D, Kang J, Kiba T, Park J, Kojima M, Do J, Kim KY, Kwon M,
Endler A, Song WY, Martinoia E, Sakakibara H, Lee Y (2014)
Arabidopsis ABCG14 is essential for the root-to-shoot translo-
cation of cytokinin. Proc Natl Acad Sci USA 111:7150–7155
Kohlen W, Charnikhova T, Liu Q, Bours R, Domagalska MA,
Beguerie S, Verstappen F, Leyser O, Bouwmeester H, Ruyter-
Spira C (2011) Strigolactones are transported through the xylem
and play a key role in shoot architectural response to phosphate
deficiency in nonarbuscular mycorrhizal host Arabidopsis. Plant
Physiol 155:974–987
Kohlen W, Charnikhova T, Lammers M, Pollina T, Toth P, Haider I,
Pozo MJ, de Maagd RA, Ruyter-Spira C, Bouwmeester HJ,
Lopez-Raez JA (2012) The tomato CAROTENOID CLEA-
VAGE DIOXYGENASE8 (SlCCD8) regulates rhizosphere sig-
naling, plant architecture and affects reproductive development
through strigolactone biosynthesis. New Phytol 196:535–547
Kretzschmar T, Kohlen W, Sasse J, Borghi L, Schlegel M, Bachelier
JB, Reinhardt D, Bours R, Bouwmeester HJ, Martinoia E (2012)
A petunia ABC protein controls strigolactone-dependent symbi-
otic signalling and branching. Nature 483:341–344
Lauressergues D, Andre O, Peng J, Wen J, Chen R, Ratet P, Tadege
M, Mysore KS, Rochange SF (2015) Strigolactones contribute to
shoot elongation and to the formation of leaf margin serrations in
Medicago truncatula R108. J Exp Bot 66:1237–1244
Lendzemo VW, Kuyper TW, Matusova R, Bouwmeester HJ, Van Ast
A (2007) Colonization by arbuscular mycorrhizal fungi of
Sorghum leads to reduced germination and subsequent
attachment and emergence of Striga hermonthica. Plant Signal
Behav 2:58–62
Lin H, Wang R, Qian Q, Yan M, Meng X, Fu Z, Yan C, Jiang B, Su Z,
Li J, Wang Y (2009) DWARF27, an iron-containing protein
required for the biosynthesis of strigolactones, regulates rice
tiller bud outgrowth. Plant Cell 21:1512–1525
Lopez-Obando M, Ligerot Y, Bonhomme S, Boyer FD, Rameau C
(2015) Strigolactone biosynthesis and signaling in plant devel-
opment. Development 142:3615–3619
Lopez-Raez JA, Bouwmeester H (2008) Fine-tuning regulation of
strigolactone biosynthesis under phosphate starvation. Plant
Signal Behav 3:963–965
Lopez-Raez JA, Charnikhova T, Gomez-Roldan V, Matusova R,
Kohlen W, De Vos R, Verstappen F, Puech-Pages V, Becard G,
Mulder P, Bouwmeester H (2008) Tomato strigolactones are
derived from carotenoids and their biosynthesis is promoted by
phosphate starvation. New Phytol 178:863–874
Mashiguchi K, Sasaki E, Shimada Y, Nagae M, Ueno K, Nakano
T, Yoneyama K, Suzuki Y, Asami T (2009) Feedback-
regulation of strigolactone biosynthetic genes and strigolac-
tone-regulated genes in Arabidopsis. Biosci Biotech Biochem
73:2460–2465
Mason MG, Ross JJ, Babst BA, Wienclaw BN, Beveridge CA (2014)
Sugar demand, not auxin, is the initial regulator of apical
dominance. Proc Natl Acad Sci USA 111:6092–6097
Matusova R, Rani K, Verstappen FW, Franssen MC, Beale MH,
Bouwmeester HJ (2005) The strigolactone germination stimu-
lants of the plant-parasitic Striga and Orobanche spp. are derived
from the carotenoid pathway. Plant Physiol 139:920–934
Minakuchi K, Kameoka H, Yasuno N, Umehara M, Luo L, Kobayashi
K, Hanada A, Ueno K, Asami T, Yamaguchi S, Kyozuka J
(2010) FINE CULM1 (FC1) works downstream of strigolactones
to inhibit the outgrowth of axillary buds in rice. Plant Cell
Physiol 51:1127–1135
Nakamura H, Xue YL, Miyakawa T, Hou F, Qin HM, Fukui K, Shi X,
Ito E, Ito S, Park SH, Miyauchi Y, Asano A, Totsuka N, Ueda T,
Tanokura M, Asami T (2013) Molecular mechanism of strigo-
lactone perception by DWARF14. Nat Commun 4:2613
Ni J, Gao C, Chen MS, Pan BZ, Ye K, Xu ZF (2015) Gibberellin
promotes shoot branching in the perennial woody plant Jatropha
curcas. Plant Cell Physiol 56:1655–1666
Pandya-Kumar N, Shema R, Kumar M, Mayzlish-Gati E, Levy D,
Zemach H, Belausov E, Wininger S, Abu-Abied M, Kapulnik Y,
Koltai H (2014) Strigolactone analog GR24 triggers changes in
PIN2 polarity, vesicle trafficking and actin filament architecture.
New Phytol 202:1184–1196
Saito H, Oikawa T, Hamamoto S, Ishimaru Y, Kanamori-Sato M,
Sasaki-Sekimoto Y, Utsumi T, Chen J, Kanno Y, Masuda S,
Kamiya Y, Seo M, Uozumi N, Ueda M, Ohta H (2015) The
jasmonate-responsive GTR1 transporter is required for gib-
berellin-mediated stamen development in Arabidopsis. Nat
Commun 6:6095
Sasse J, Simon S, Gubeli C, Liu GW, Cheng X, Friml J, Bouwmeester
H, Martinoia E, Borghi L (2015) Asymmetric localizations of the
ABC transporter PaPDR1 trace paths of directional strigolactone
transport. Curr Biol 25:647–655
Seto Y, Sado A, Asami K, Hanada A, Umehara M, Akiyama K,
Yamaguchi S (2014) Carlactone is an endogenous biosynthetic
precursor for strigolactones. Proc Natl Acad Sci USA
111:1640–1645
Sharda JN, Koide RT (2008) Can hypodermal passage cell distribu-
tion limit root penetration by mycorrhizal fungi? New Phytol
180:696–701
Shen H, Luong P, Huq E (2007) The F-Box protein MAX2 functions
as a positive regulator of photomorphogenesis in Arabidopsis.
Plant Physiol 145:1471–1483
Planta (2016) 243:1351–1360 1359
123
Shinohara N, Taylor C, Leyser O (2013) Strigolactone can promote or
inhibit shoot branching by triggering rapid depletion of the auxin
efflux protein PIN1 from the plasma membrane. PLoS Biol
11:e1001474
Sorefan K, Booker J, Haurogne K, Goussot M, Bainbridge K, Foo E,
Chatfield S, Ward S, Beveridge C, Rameau C, Leyser O (2003)
MAX4 and RMS1 are orthologous dioxygenase-like genes that
regulate shoot branching in Arabidopsis and pea. Gene Dev
17:1469–1474
Soundappan I, Bennett T, Morffy N, Liang Y, Stanga JP, Abbas A,
Leyser O, Nelson DC (2015) SMAX1-LIKE/D53 family mem-
bers enable distinct MAX2-dependent responses to strigolac-
tones and karrikins in Arabidopsis. Plant Cell 27:3143–3159
Stanga JP, Smith SM, Briggs WR, Nelson DC (2013) SUPPRESSOR
OF MORE AXILLARY GROWTH2 1 controls seed germination
and seedling development in Arabidopsis. Plant Physiol
163:318–330
Teichmann T, Muhr M (2015) Shaping plant architecture. Front Plant
Sci 6:233. doi:10.3389/fpls.2015.00233
Ueda H, Kusaba M (2015) Strigolactone regulates leaf senescence in
concert with ethylene in Arabidopsis. Plant Physiol 169:138–147
Umehara M, Hanada A, Yoshida S, Akiyama K, Arite T, Takeda-
Kamiya N, Magome H, Kamiya Y, Shirasu K, Yoneyama K,
Kyozuka J, Yamaguchi S (2008) Inhibition of shoot branching
by new terpenoid plant hormones. Nature 455:195–200
van Staden J, Jager AK, Light ME, Burger BV (2004) Isolation of the
major germination cue from plant-derived smoke. S Afr J Bot
70:654–659
Vogel JT, Walter MH, Giavalisco P, Lytovchenko A, Kohlen W,
Charnikhova T, Simkin AJ, Goulet C, Strack D, Bouwmeester
HJ, Fernie AR, Klee HJ (2010) SlCCD7 controls strigolactone
biosynthesis, shoot branching and mycorrhiza-induced apoc-
arotenoid formation in tomato. Plant J 61:300–311
Waldie T, McCulloch H, Leyser O (2014) Strigolactones and the
control of plant development: lessons from shoot branching.
Plant J 79:607–622
Wang Y, Sun SY, Zhu WJ, Jia KP, Yang HQ, Wang XL (2013)
Strigolactone/MAX2-Induced degradation of brassinosteroid
transcriptional effector BES1 regulates shoot branching. Dev
Cell 27:681–688
Waters MT, Brewer PB, Bussell JD, Smith SM, Beveridge CA (2012)
The Arabidopsis ortholog of rice DWARF27 acts upstream of
MAX1 in the control of plant development by strigolactones.
Plant Physiol 159:1073–1085
Wisniewska J, Xu J, Seifertova D, Brewer PB, Ruzicka K, Blilou I,
Rouquie D, Benkova E, Scheres B, Friml J (2006) Polar PIN
localization directs auxin flow in plants. Science 312:883–883
Xie X, Yoneyama K, Kisugi T, Uchida K, Ito S, Akiyama K, Hayashi
H, Yokota T, Nomura T (2013) Confirming stereochemical
structures of strigolactones produced by rice and tobacco. Mol
Plant 6:153–163
Xie X, Wang G, Yang L, Cheng T, Gao J, Wu Y, Xia Q (2015a)
Cloning and characterization of a novel Nicotiana tabacum ABC
transporter involved in shoot branching. Physiol Plant
153:299–306
Xie X, Yoneyama K, Kisugi T, Nomura T, Akiyama K, Asami T,
Yoneyama K (2015b) Strigolactones are transported from roots
to shoots, although not through the xylem. J Pestic Sci
40:214–216
Yamada Y, Furusawa S, Nagasaka S, Shimomura K, Yamaguchi S,
Umehara M (2014) Strigolactone signaling regulates rice leaf
senescence in response to a phosphate deficiency. Planta
240:399–408
Yoneyama K, Yoneyama K, Takeuchi Y, Sekimoto H (2007)
Phosphorus deficiency in red clover promotes exudation of
orobanchol, the signal for mycorrhizal symbionts and germina-
tion stimulant for root parasites. Planta 225:1031–1038
Zhang K, Novak O, Wei Z, Gou M, Zhang X, Yu Y, Yang H, Cai Y,
Strnad M, Liu CJ (2014a) Arabidopsis ABCG14 protein controls
the acropetal translocation of root-synthesized cytokinins. Nat
Commun 5:3274
Zhang Y, van Dijk AD, Scaffidi A, Flematti GR, Hofmann M,
Charnikhova T, Verstappen F, Hepworth J, van der Krol S,
Leyser O, Smith SM, Zwanenburg B, Al-Babili S, Ruyter-Spira
C, Bouwmeester HJ (2014b) Rice cytochrome P450 MAX1
homologs catalyze distinct steps in strigolactone biosynthesis.
Nat Chem Biol 10:1028–1033
Zhou F, Lin Q, Zhu L, Ren Y, Zhou K, Shabek N, Wu F, Mao H,
Dong W, Gan L, Ma W, Gao H, Chen J, Yang C, Wang D, Tan J,
Zhang X, Guo X, Wang J, Jiang L, Liu X, Chen W, Chu J, Yan
C, Ueno K, Ito S, Asami T, Cheng Z, Lei C, Zhai H, Wu C,
Wang H, Zheng N, Wan J (2013) D14-SCF(D3)-dependent
degradation of D53 regulates strigolactone signalling. Nature
504:406–410
1360 Planta (2016) 243:1351–1360
123
